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Bce P- TTAVHG- VLVEI ¥C- - - VEVLI TCQ | RCEDECNLVEG- - - - SSPCL 196
Bsu P- TTAI HG- VL C- - - VEVLI TCK | RCEDCCTLVE- - - - NAPEL 196
Bha P- TTAVHG- VL C---1 CGVLI TCS | RREHECTLVEG- - - - RSPEL 196

C- - - VGVLI | CQ
C- - -LCGVLI TCS
Sau K- TTSLEG- VL C---VCVLI TG
Sep K- TTSLHG- VL C---VCVLI TG
Sxy R- TTSLHG- VL C---VCGVLI TG

| RCI NKCELI G- - - - KPPKL 194
| KEI TKCELVE- - - - KPPKL 194
| REI SKCELI G- - - - RAPKL 194

Snmu E- RTSVHG- VL C- - - MGVLI CC FAKCEETLW\G- - - - EPAEI 196
Sbo E- RTSVHG- VL C- - - MGVLI CC FAKCEETLW\G- - - - EPAEI 196
Sag E- RTSVHG- VL C- - - MGVLI CC 'YAKDEETLWG- - - - EPAEI 196
Spy E-RTS 'YAKDEETLWG- - - - EPAEI 216

I
I
I

G- VLMEI YG- - - NGVLI GG
I XG- - - NGVLI GG
I
I

Spn E- RTSVHG- VL C- - - MGVLI CC | FAKDEI TLWG- - - - EPAEI 197
Ll a E- RTTVHG- VL C- - - VGVLI CCA FCRCAFTLSG- - - - EPAEI 196
Lga P- RKSI HG- VL wG- --NMCGVLII G YCKCECKTVWVG- - - - EAPKI 199
Lde E- RSSVHG- VL C- - - MGVLLTG 'YCRCHETVVG- - - - EAPRI 199
Lbr E- RCSVHC- VLVBI ¥C- - - VEVM TC 'YCCDECTLVE- - - - AAPAI 197

Lpl E- RCSVHC- VLVEI YC- - - LGVLI TG 'YCCDECTLVE- - - - EAPAI 198
Lca E- RRSMHG- VLVEI YC- - - LGVLI TG YCCCECTI VG- - - - AAPPI 198
Ef a V- RTSVHCG- VL C---LCGVLI CC YCCCELTVVG- - - - EPPKI 198
Ef am P- RTSVHCG- VL C---LCGVLI CC YQCCELTVI G- - - - EPPKI 198

| YCEDEERLI G- - - - EPNGV 199

G- VLI Bl NCG- - - | GVLLTCEPCI CK | YAECECRLVG- - - - APPEV 200

Tte P-Cl TI HG- NL C---1CVLLLG | RKI GECKLCC- - - - SAPEI 196
Eac P- SKTVHG- VL C- - - | GVLLNGK | RRI EDCNVLVE- - - - EAPDI 199
Cth E- RTREHCG- VL C---ECI LI LG | RRVSEKTLFG- - - - TAPDE 204

Cac P-ETRI HG- VLVEI YC- - - LCI LI TG
Ctet P-ETRLHG- VL C---1ClILITG
Cpel P-ETRLHG- VL C---1CNLI TG

| KEI ES- VLVEG- - - - KSPYI 193
| KEI EG- KLI G- ---SSPYV 193

A
A
A
A
AVEI KEI CG- DLI G- - - - RSPEI 193

FTCI APDVLDG- ---TCPEL 201
FTClI APDVLDG- ---TCPEL 201
FTClI APCVLDG- - - - TCPEI 201

Q h2 P- ElI AVHCG- VCNNVLG- - - | Gl LI RG | VWLKRLSHKTI LG- - - - TANCK 196
Rso P- RVTVHG- VFLBI LG- - - NGVLI MG AVEFVRLEPDF| EG- - - - RCPPL 204
Rme P- RVTMHG- VFLEI LG- - - NGVLI NG AVEFVRLCGPOF| EG- - - - RCPPL 204
Bf u P- RATLHG- VFLBI LG- - - MCVLLTC AVEFVRLCGPDFVEG- - - - RCPPL 204
Bpe P- TTTVHG- VFLEVLG- - - LCVLI TG AVEL SRTAPGVI EG- - - - HCPCL 196
Cvi V- STVLHG- VFLBVFE- - - | GVLI M AVEL YRI GPCTLEG- - - - RCPPL 169
Nnme A- SSVKHC- VFLEVFE- - - | GVLI TCl AVELFRI GPETLEG- - - - RCSPM 199
Neu P- Al TRHG- VLLEVLEG- - - NGVM T LHRI GPETLEG- - - - CCPPL 200

Xcal P- RVTLHG- VEMEI ¥S---1 GVLI T A

A
A

Cbu L- KCTVEA- NFLVI CK- - - MGVLI T : VI BLKCEN- NGLI G- - - - SCPSV 76
Qep L- YCQUHG- SV BVNG- - - VEVLLTCKSCELE i VVVWKRKEET| LVAS-—-RNNI 212
Mma - - NTLVHETCVAI DGR- - - - GVLLRGPSCEE HLEREGNALI AR- - - - - 62
Rrul P- PPTVHGTAI ARDG\ - - - AVLLRGPSCSC CLI VLAGPAGPALA- - - - - 193
Cer - - - M RHGELI ALRHGELV\RGALI EGPSCAC RV FAAGGRLYGR- - - - - AP 65
Nar 1 N- SWRGAGCVAI GCR- - - - CLLI EGAPGIC LLRVGEERLI AA- - - - - a 63
Bre E- RSELRATHLCLLGR- - - - GVMI MG RlLLHREGDRLI AS--- - - 74
M ol G- PENI HGTAI LI GER- - - - GVLI TG RLLAAARAGRLVCR- - - - - VPAP 75
Sme P- FVNVHGTAI VLETT- - - - GLLI TG RERCRF- AALV, LTLENGRI VAR- - - - - CPAA 72
Atu E- RENLEATAI WDCT- - - - Gl LFTG Gl FVYRDGET! | AE- - - - - RPEA 72
Rspl C- RTI LHASCVALDGR- - - - GLLI LG LALELNALG- - - - - - - ADLV. | EGQGPCLVAR- - - - - CPPA 67
Bj a G- EPSVHASAVKVENL- - - - AVLI REPSEGSCKSRLAFDLI NAGRAGVVERAVLV LATVEDE! EVR- - - - - PAPP 73
M 02 L- LVLHASAI AAAGKG- - - - - Al FNGBKGAGKSTIIASALI RAG- - - - - - - ELLPBEVVALDLARPCAPNI VAGEPGI KL 196
Rsp2 L- FTI HASAVSVECHC- - - - - VWNVGEKGAG AN RAG- - - - - - - PLI ADEI VAVDEG- - - - FRLRPGFPQVKL 373
Rru3 L- | PLHASAVALBGRA- - - - - ALLARG- - - - - - - PLLSBEL CALDVSCPOKPNI LPCIABLKL 193
Rru4 L- LPLHASCVAI NGRA- - - - - VAI AG SLAAALVRLG- - - - - - - PLLEDEVCVI DASEl NAPRVLPAI PRLKL 197
Rru7 G- PALRAASWREBGRA- - - - - TLAAALNAKG- - - - - - - GLL LI DP- - - RTLLI PPAFGRI KL 174
Rru2 V- LPLRACAI RIICKEE- - - - - LAl VENSCAG ALVGRG- - - - - - - RLL WWDPDTE- - - LACPCFPWKL 175
Xax3 L- FPLHAACLRI GICT- - - - - ALLKRG- - - - - - - GLLSBELVI RLOSAGAINVEPAFPRLKL 183
Xca2 L- VPLHEACVGVCCEE- - - - - ALLLG TLALHSLLRG- - - - - - - LCFVAEEGVFVEPHSLVATGVANFLHERPA 231
Xax2 L- VPLHGACVERRGRS- - - - - SASGACGKSTVALHSLLHG- - - - - - - LDFVAEEGVFVAPNSLLTEGVANFLHLRAE 230
Mka E- RWVHE- ILMBVFG- - - VEVLLVEPREVE LELI RRG- - - - - - - RLVSBEAVI VECDCSYEYPVG- - - RPPEN 66
Rru5 V- LPLHASCVNI GDVA- - - - - AGLLSMRG- - - - - - - EVVIIDEVCPVVFHETKALVWPEGP- PRLRL 207
Sav G- WTLLHASAWRDGR- - - - ALLAF TWALLVASRC- - - - - - - GLLANBRVFI KRI GACLRVLPVIP- SAAAl 210
Rru6 L- RGRELLPLOGAALGVEEEALLI VE CLCKSSLAATLALRG- - - - - - VIPVLABGVLAVAPTAPCARLLR- - - GAPRL 211
Nar 2 @- LVPLEASAVDVEGR- - - - | VAFTABSGGCKSTLAAGLAGLG- - - - - - - P!V TLVWSVDPDGI IALPCAKPLKLW 176
Cpe2 RNKVAI CCAI LI GEN-- - - Al | LTEG CAC TLlNAFRCYK ------- |c vc5|| ELCDEI | EP- AYPCCKI 176

ruler .......330....... 340.......350....... 360.......370.......380....... 390....... 400
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Mye AKEFNEI RELEI | NI ERAYCLCI IKECTEI CLAI SL- - - LSLEEK- - - - - NNASFERLEGSCLKLKNLLGVKI SYNCIPI'S 268
Mpn AKKFNEI RELCI | NVERFYCLCI IKCRTEI CLMVNL- - - LSLEKG- - - - - TTVTEERLCTELKKCRLLEVCLSFYEI PIS 268
Mya NKHFI EVRCI Gl LNVTKIVYCI EKI KSSAHI SI VWEL- - - | NI CNN- - - - - CPYN CCKTRYKVI ENI KVPHYVLPI'S 275
Mpe EFEGFLEVRCLCI | NASRVFCI EKVKESTCI NVI | EL- - - VEFDP- - - - - - KVHTEERLCGKCLCYKEI LEVKI PYYLIPIT 262
Uur WKDCFI El RELCI NNFSRSFCI ERVI ESTKI El VI EL- - - | KPAKH- - - - - EKI KFERFCGREI CHKEFLETKI AHY Y1 PVI 270
Mpu !KNLI RCLCLI DI LSVHCLKSVLPECElI NFVVEL- - - KDYEG- - - - - - NKSNEFBRLENKVLKYCI GEVKI PKI EI PIR 272
Fnu_N CGHRYLECI KDGYVDVTDHFCVKATRI EKKI NI LI VL- - - EEWNE- - - - - - - KKFYBRLCLOVEYCDFVEEKI CKYI | PVR 273
Fnu2_C LPFFNMEI RELCVI DI KTLYCLSAVRLSKRLOMI | EL- - - CAVDN- - - - - - - - SDYVSAPSTHL YEDVLEKPI KKRI LEVS 272
Tde | € | RELCI | NI RCLYCI GAl REVKCI CLVAKL- - - EEVCA- - - - - - EKV- ¥BRLCGTEELTTEI LCVKI PLLEI PVK 276
Tpa |G | RELCI | NI TCLYCVESI BERKEI CMVVCL- - - EEVNS- - - - - - SKA- ¥ERLCGTCELNTTI LCVSVPLI EI PVR 266
Lint LR | RELCI LNI KDI FCI GSVRDHKLI ELI | HL- - - EEVTE- - - - - - GKD- FBRTCLENPTEELLEVCI PLI RVPVR 271
Gre | CYHI El RELEVLNI KNLFCGVSSI REKKI | EMVI EL- - - VEMCP- - - - - - CCE- YBRLCLCDEVYTI LCLELPYI KI PVR 278
Bce | EHLLEI RELCI | NVNTLFCAGAVRNYKRI TLVI NL- - - EI VG- - - - - - KKN- ¥BRLCLCEEKMKI | CEELTKI TLPVR 266
Bsu | EHLLEI RELCI | NVNTLFCGAGAVRSNKRI Tl VIWNL- - - ELMEG- - - - - - GKC- YBRLCLEEETNKI | aEI TKLTI PVR 266
Bha | CHLLEI RELCI | NVNTLFCAGAVRPFKRI ALCVNL- - - ELMCC- - - - - - KKV- ¥BRLCGLSECYLRI MNVDI PKLTI PVR 266
G hl | EHLLEI RELCI | NVNTLFCACSVRSKKRI SLVI NL- - - ENVCE- - - - - - KKG- ¥ERLCGL CECVVKVNCVHLPKATVPVR 267
Lno | EHLLEI RELCI | NVNTLFCGAGAVRSSKKI Tl VWHL- - - ENVCP- - - - - - DKH- ¥BRVCL CCEKTKI FCNVOI PKI TVPVR 267
Sau | EHLLEI RELCI | NVNTLFCAGSI LTEKRI RLNI NL- - - ENNK- - - - - - CKL- YBRVCLNEETLSI LOJEI TKKTI PVR 264
Sep | EHLLEI RELCI | NVNTLFCAGSI LTEKCI RLNI NL- - - ENNK- - - - - - NKL- ¥BRVCELNEETLKI LCTEI TKKTI PVR 264
Sxy | EHLLEI RELCI | NVNTLFCAGSI LTEKRLRLNI HL- - - ENVHK- - - - - - EKL- ¥BRVCLNEETLRI LOTEI TKKTI PVR 264
Snmu LRHLLEI REVCI | NVNSLYCASAVKDSSCVCLSI FL- - - ENFEK- - - - - - DKIV- FBRLENENEDI ELSEVKI PRI'RI PVK 266
Sbo LRHLLEI REVCI | DVNSLYCASAVKDSSCVCLAI YL- - - ENYES- - - - - - €GKV- FBRLENGNEELELSCVKI PRLRI PVQ 266
Sag LRHLLEI REVCI | DI NSLYCASAVKDSSCVCLAI YL- - - ENFET- - - - - - CKV- FBRLENCGNEEI ELSCVKVPRI RI PVK 266
Spy LRHLLEI REVCI | DVNSLYCASAVKDSSCVCLAI YL- - - ENFEA- - - - - - CKV- FBRLENCNEEI TESCVRI PRI Rl PVK 286
Ssl LHHLLEI REVEI | DVIVSLYCASAVRNSSCVCLAI YL- - - ENFED- - - - - - CKV- FBRLENCGNEEI ELCEVKI PRVRI PVK 266
Spn LKHLI El REVCI | DVNSLYCASAVKDSSCVCLAVYL- - - ENYCT- - - - - - HKT- FBRLENNAEELEVSGVAI PRI RI PVK 267
LI a LRNM El REVCI | DVNSLFCAGAVKDSTOI CNAI YL- - - E*DK ------ EKA- FERLCGNAPTI VEFSCVEVP(IRI PVK 266
Lga LKHLNEI RCI Gl | DVWNNLFCGAGAVKDSTEI CLI | CL- - - CNVDP- - - - - - KAN- ¥ERLCGFNEKTREI FEVDVPCVTVPVK 269
Lde LKHLMEI RCI Gl | DVLKLFECI GAl KDETEI SLVI NL- - - TNVCS- - - - - - KAN- ¥ERLCGFCENTRI | CGlI AVTCVTI PVK 269
Lbr LSHLLEI RCI Gl | DVWNNLFGAGAVRSETDI CLI VHL- - - ELMCD- - - - - - DNH- FBRLENNSETCRFFCVVVPKI SI PVK 267
Lpl LNHLLEI RCI €I | DVMNLFGAGAVRCCTOI CLI VHL- - - ENWTP- - - - - - DKG- FBRLENGECNRKFFCVEVPEI SI PVK 268
Lca LSHLLEI RELCI | DVMNLFCGAGAVRECTTI SLI VHL- - - ENWTP- - - - - - DKT- FBRLEGSCECTCLI FCVPVPKI TVPVK 268
Ef a LCHLI El RCI €l | DVNNLFCASAVRGFNCVCLVVYL- - - EAVEK- - - - - - DKK- FERLGSCDAMVEI ANVDVPCI RI PVK 268

RLCSECTTVEI AEVEI PCI KI PVK 268
RLCECCNDSLEI LEVKI KRVWVPVT 270
RLCDCEANFKI LCI El PKVELPVT 271
RLCLELCEY| KFLCVEVPKLTI PVR 266

Ef am LEHLI El RCI Cl | DVIWNLFCASAVRESNVCQVCLAVYL- - - EAVAK- - - - - - DKK-

=VC CAVSVRSHATI ALNI HL- - - SNCKI - - - - - - CGEA
CAAIl BEHTTI VLNI CL- - - KRSNE- - - - - - KVCN
CVESVRNSNSI CLVI CL- - - EEVCE- - - - - - DKY-

CVCAl RTNKVVEMVAEL- - - EYVEE- - - - - - €GKY- ¥BRLCI CEEYNTLLCVPVEKI VI PVK 269

CVCAVKPTENI NLVI CL- - - EFVMCC- - - - - - KKE- ¥ERLCGLVDCYKEI LGl NI PCLTI PVR 274

CLSSVLSEKNI NLVI YL- - - EQWKE- - - - - - GRD- YBRLCTCDEH! KI LNI PVRKNTLPIR 263

CLSSVLDI KTI GVI | HL- - - EQWKK- - - - - - DCE- ¥ERLCI CEI NRDI LNVPVRKI TLPIR 263

CLSSI LNSKCI KI I | HE- - - EHVWKD- - - - - - DECC- ¥ERLCVNDEYCDI LEVKVKKLRVPI R 263

CSRAFGLETRI SLOI KL- - - SKVEK- - - - - - - DSLENELEFETCYRDYNMGVSVPSI EI CLQ 266

RELCLLDI KTI FEETAVRRKVKI KLI'VCL- - - VRR- - - - - - - - NDGEFERLPLCSCYNVDVLELPI HVWVKI VA 273

Rme LCNLLEVRCLCLLDI KTI FCGETAVRRKVKLKLVWVCL- - - VRR- - - - - - - - NDCGEFERLPLCSCYLDVLELPI HVWVKI VA 273
Bf u LCNLLEVRCLCLLDI KTI FEETAVRRKVKLKLI VCL- - - VRR- - - - - - - - PDCGEFCRLPLESCTVDVLELPI SKVTI QVA 273
Bpe LCNLLEVRCLCLLDI RTI FCETSVRRKVRLKLI VHL- - - VRAT- - - - - - - ACCKFERLPLCDI TCDVLELPI RKVNMLQVA 266
Cvi LRDFLEVRCELCI LNI RTI FGETAVRPKKVLKLI I HL- - - VKANDG- - - - - ANVCALBRLNI CSETCDI | GVTVRKVVLPVA 241
Nme LROFLEVRCLCI LNI RHI FGETSI RPKKI LCLI | NL- - - VEACDE- - - - - YVKCLERLSI RTETESI LNVNVRSVTLPVA 271
Neu LROFLEVRCLENLNI RTI FCETAVRRRKNIVKLI VHL- - - EKIVES- - - - - S| NAYERLPLSNLNEI | LNVEI RKVI | PVA 272

Xcal LCCLLEVRCLGVLNVRCNVFCCTAVKKNKYLRLI VHL- - - TRPNTEP- - - - TPSEGYERL TECSESRHVLOLCVPLI TLPVM 274
Xax1 LCDLLEVRCLCGVLNVRDNVFCGCTAVKKNKYLRLI VHL- - - TRPNTEP- - - - TPSGYERL TECSCSRHVLCLCVPLI TLPVM 274
Xfa LCCLLEVRCLCGVLNVRHVECGCTAI KKNKYLRLI VHL- - - TKPI TEP- - - - TPSGYERLTCCSCTRHVLCLEVPLI TLPVM 274
Cbu ANGYI LI TCI €l | DVPKLFCLDAVVNCHEVHLSI SL- - - VKPEK- - - - - - VPLLOEPLNPLYRTEI | LGI NVPKI LFPIH 147

| RELCVVDVRCNFCI RAI RDRKEVQVVVEL - - - LEWSK- - - - - - - ESENERLGLCCKMVKLLGVOLPLVCLPIF 282
Mra | AGVLEVRCLCLVRIP- BLCCAPLCLVI CLVJIPSEV- - - ERLPEPN- - - - ALELLCGLAI RHLRLSPFECSAAAKVRLAVR 134
RCLCLVENPAAI DPVPLALVVCLVPEEPI - - - ERLPDPA- - - - CACI CEGASVALVRLOPFEASAPVKLDLALA 266
RCLCVVTAAAVSFAEI ALVI RCVDEPCRV- - - ERLPEPR- - - - FERI AGVDVPVFCLVWPPEPAAPAKI RRMVQ 138
Nar 1 | AGKLEVRNVCI VDLP- VSAPVPVSLLVRLCVOCAPR- - - FVE- TPD- - - - VVEI CGl ALPLVRLWPESPVLHLRAENALS 134
2VEI REACLFRI P- YNRVATPLCLVVLLVNGDEA- - - ERYPEKE- - - - RW FEEVS- - LPRLLLPALSANEGDSNALSR 144
PCFENVPRRLP- FEPAGVI CLHVRLVPKAEN- - - ARFCEEI - - - - SEPVACGCP- - VPRI CLAERNAATALPAVNA 145

Sne | RCLI El RESEI AEVD- IVSACVLLCVWAI NPVRAPFD- - - PRLPPE- - - - - EELCLEI GRNLPLLRLPVEGPLSPVDALAA 143

At u | AGLLELRGSCI VSVK- SVPSGVLHFAVTVLSPEN- - - PRLPECD- - - - EALLNPCCEGHLRLLRI PLS- SLVPYGKFAA 143
Rspl | AGLI EARCLCI LRAPAI\/!EA% ------- LAVEL- - - GRSET---------- ERLP- - HFHEI QVLERPLCLVLECEG 125

Bj a LACLI El RELClI RRCDFVEHATVG- - - - - - - LVVCL- - - AAADA- - - - - - - - - - ERLPPAESLKTSI LEVEI PRI PVSRD 133
M 02 AACAAAAI SLERAEVRPCQVHPAI EKNVCHRLHEAFSE- - - GMVP- - - - - ATRI YVLERG- - - AKAAI JALPGI AALPAITK 265
Rsp2 SPAAAAAFCAPDAVHERPEVPEVPEKCRVLLPERFAR- - - GATIP- - - - - LKRI YRLERAPAGTEPAVI SVSPI EALPLALR 445
Rr u3 MGCAAARLEI ACEN- TPVRRHLDKFRI PVRSASCA- - - PLGP- - - - - - €Tl | RLKRVTRAECQVETRPLLEAE- - ALC’D 261
Rru4 MRCVLDEFCLI VOPA- ARl LEGI DKYCACALADRPP- - - PPPPCVPLPLGVVYYLBEAESPCCECFHAI REAERAAALAG 273
Rru7 V'KDSAiLGLEAAAL- PAVRPGV'NKGHAPEG%LAP- - - APVP- - - - - LAAIT LI IAYTAKTAGI KI APREALAALND 245
Rru2 MDSSRSALDI ECEECC- CSVEEKI EKV\HVPNLAAFCP- - - VPRP- - - - - LSAI VHLRADPAARRPVLIIRVPRPHAAAVLCA 246
Xax3 VROBLESLCLPVEDA- PPVRPEVEKFCLRPSAGFCA- - - APVR- - - - - LDAVVVLE- - - DASEPHLCRLSPCHALPLLEG 251

Xca2 SLELLDAPTRAVI SAAPEI RRRSEVEKFEVCLRDSR- - - AVLAPAPLPLAAVVLLSCVPATDPAHLLEIPNABEEI AACLA 308
Xax2 [LCELVDPPTRAW SASPVI RRRSGVEKFEVELF!F!— - - AHLAPKPNCLRAVVMSRSPAI ASAPHLVAVPCECI LA 307
Mca LACGKMEI RLALAELYCPECCRVMIFSALKVKEECCCEEOLKLRPI CCKI AVDVAEL YEI RALRSRKEI EVVI KM PCPHH 146
Rru5 VPCAADLLEL SPEDLCTERPCHPKRVLAARGAECTPKPLEAVVRI G- - - - | DNE{_/ECPVLSRLTGHAAI Pl ECL R 283
Sav GLELLDALCLYDVVRDRLCAGERL HPTCHCCVIICAL LAGRREPLVEPGEKRER FPDCFASVFCGVELATGERAAALL 290
Rru6 RLWKRSARALGLCLARCPCPRPCVORFDTAWSCEEAPE- - PVPI KELAI VLNRAPSPRCEAL SPEGRAAACLARALVMSRPAY 289

Nar 2 DDALVL| NLEAARPVPSNPGKI—!ASASVKALLALPLTDLVFI EKG- - - - - ERI EI EPVTGAAKFEGLLPEALNRGFVEVAR 251
Cpe2 CROAMEKMGYM CDFELI DECREKYVI PTHESFVKEKRKLCAVFEI CPYDGEEVKI EEVSEGEGEKNKIEI LRNI'YRIEI TSP 256
ruler ....... 410....... 420....... 430....... 440....... 450....... 460....... 470....... 480
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Mye SEGRKISEITESA- - - - - VI BFKLK- KSGYNSANEF] LKGRANEEEGTDE- - - - - - - = == <= <« = c < ccc o e e e e oo 311
Mpn PGR@SEH ----- VI BFKLK- HSCYNSALDFI ENGKAI LKRKKDES- - - = - = - = < =« == == =< o x oz cccoc o 312
Mya SGRRSSELIESA--- - - VI BLKLKRDWQYNSECDF %Y INTKEE- - - = -« = == = e e e e e e 317
Mpe PGKKISCM BVI - - - - - VAGLKLN- L SCYNSFKENEEKSVEDDDE- - - - - - « - = = - =« =« <= = o e e e oe e 301
Uur EGRSI SOI | ETA- - - - - I MBYKLK- TSCYNSAEEFI LQINKKE] - - - = - -« =« =« = o m e e e e 308
Mou GGRSVASLI EAS- - - - - ANVFL SK- LNGHDVLAN QBRSLNDE- - - - < - < = < = = == <= ceocoe o oo 309

Fnu_N KGRNLAVI | ETA- - - - - ALTFRLR- RVGHNTPLEFL TKSGEI T EKKKKEREE- - - = - = < = < == == <2< =z c2coc oo 319

Fnu2_C SCRNAAAMVEWN- - - - - VIVBYVSELILGGK- - - - - - = = = = = = = = = = = x e m o m e e e e e 296
Tde PGRNVPI | LETA--- - - AKNERLK- SNGYFSAREFSRNVL RV ETDSARAPYYTODDTY- - - = << << << =< =< oo oo - 329
Tpa PGRNI Pl | LETA- - - - - ANMNERLK- RVGYFSAKEENGSVL KLIVEGNAAHAPYYRPDCTY- - - < - < - < =< == =< o2« - - 319
Lint PGRNI Pl | VETA- - - - - AMNGRLR- KLEKNAAGEFNGKL SQYLGGEKVERNPTGNG: - - - = - = - = - =« == == o e o e oo 321
Gre PGRNLASI | EVA- - - - - ARNBLLK- GNGYHSAREFQEKLL ARNENRPLEDEVE- - - - - = - < = < =« <<= c o= o2 e oo 325
Bce PGRNLAVI | BVA- - - - - ANNFRLK- RVGVNAAGGFSERLNSAI ELGNGE- - - - - = - = == <= == =< < cme o e e e e oo 309
Bsu PGRNLAVI | BVA- - - - - AMNFRLK- RVGLNAAEGETNKLACVI EDGEGEE- - - - = < = = == ==« =< == === cococ oo 310
Bha PGRNLAVI | BVA- - - - - AMNFRLK- RLGI NAAGGESBRLNDVI EEGEGEF- - - - = < = < == ==« =< == c= o e me e e 310
O h1 PGRNLAVI | EVA- - - - - ANMNFRLK- RNGVNTAEEF%RLSTM EKGELE- - - - - = == == mmmmmmmmem e oo 310
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